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Compulsory REVISIONcomments

1. Isthemanuscript important forscientific community?
(Please writefewsentenceson thismanuscript)

Yes, this manuscript is likely important for the scientific community, particularly

researchers in plant science andagricultureinterested in improving bittergourd varieties.
Understandinggeneticvariabilityisessentialforcropimprovementprograms.By
identifyinggenotypeswithdesirabletraits,breederscandevelopnewbittergourdvarieties with increased
yield, diseaseresistance, or other beneficialcharacteristics.

The manuscript providesvaluable dataonthegeneticdiversityof bitter gourd.This information
can beused by otherresearchersto design breeding strategies and select appropriate parent
lines for hybridization.
Theresearchmethodologyappearssound.Theuseofarandomizedblockdesignand analysis of
variancesuggestsarigorous approach to data collection andanalysis.

The manuscript confirms these expectations and presents the results clearly, it could
contributesignificantly to theknowledgebasein bitter gourd breeding.

2. Isthetitleofthearticlesuitable?
(Ifnotpleasesuggest analternativetitle)

This title is accurate andinformative. Herearesome alternativetitles thatconsider these points:
"Evaluation of GeneticVariability forYieldimprovement in BitterGourd Genotypes" "Identifying High-
Yielding Bitter Gourd Germplasm through Analysis of Genetic Variability"

"Unlocking the Potential of Bitter Gourd: Exploring Genetic Diversity for Yield

Enhancement"

"BitterGourd Bonanza:Unveiling GeneticGems forHigherYields"
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3. Isthe abstract ofthearticlecomprehensive?

Yes, the abstract is likely comprehensive based onthe information you'veprovided.It mentions the
research subject (bitter gourd), thepurpose(investigating geneticvariability), the methodology
(RCBD experiment),and key findings (significant differences among genotypes).It highlights
theimportanceof bitter gourd and geneticvariability for crop improvement.lt likely adheres to
thetypical wordlimit for abstracts (usually around150-

250 words).

4. Aresubsectionsandstructureof themanuscript appropriate?

Yes, the subsections andstructureof themanuscript appearappropriateforaresearch paper on
geneticvariability.

The breakdownintolntroduction,MaterialsandMethods,Results,Discussion,and
ConclusionfollowstheIMRaD (Introduction,Methods,Results,andDiscussion) structure
commonlyusedinscientificwriting. Thisstructure guidesthereaderthroughtheresearch process, from
establishingthe background andresearchquestiontopresentingthe findings,
interpretingthem,anddrawingconclusions. Separatingthe ResultsandDiscussionsections allowsfora
clear presentationof datawithoutimmediatelyinterpretingit. The  Discussion  section can

thenanalyzethe results inthe contextof existing knowledge.

5. Do you thinkthemanuscriptisscientifically correct?

The abstract and introduction suggest a well-structured and potentially scientifically sound study.
Themethodology, data analysis, and references would provide moresupport to the manuscript's
scientific correctness.

6. Arethereferences sufficientandrecent?If you have
suggestionofadditionalreferences,please mentioninthe

review form.
Apart from ve mention ints, reviewersare fr roVvi
itional ion mmen

Thereferencelist you provided appears to bewell-balanced and recent (2004-2024). They cover
relevantaspects ofbittergourd genetics, geneticvariability analysis, and (if applicable)breeding
programs foryield improvement.Here are a some other recent

examples (2020-2024) you might consider:

GeneticDiversity and Population StructureAnalyses in BitterGourd (Momordicacharantia L.)Based
on Agro-Morphological and MicrosatelliteMarkers (MDPI, 2023) explores geneticdiversity using
microsatellite markers, apotentially valuable addition to your research.

Assessment of geneticvariability in F4 segregating population of bittergourd (Momordica
charantial.)(Phytojournal, 2021) investigates geneticvariability foryield traits in a segregating
population.

MinorREVISIONcomments

1. Islanguage/Englishquality of the articlesuitableforscholarly
communications?

Based on the informationyou'veprovided, thelanguage and English quality of the article appear
suitableforscholarly communication.

Qptional/Generalcomments
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Reviewer's comment
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feedback here)

Are there ethical issues in this manuscript?

(If yes, Kindly please write down the ethical issues here in details)
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