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This study was performed orthologous analysis to discover both common and
distinctive protein clusters among these species by using the OrthoFinder algorithm
in conjunction with visualization tools. A total of 16,247 clusters were shared by all
species, offering light on similar evolutionary or adaptation mechanisms. However,
each species' distinctive clusters, particularly those in Finger millet, highlighted how
it differed from other millets. The evolutionary links were further clarified by a
phylogenetic tree built using the Maximum likelihood approach and the JTT+CAT
evolutionary model, with Foxtail and Proso millets showing a closer kinship. The
research sheds light on the complex genetic network of millets, evolutionary
histories, and potential adaptive processes. These results open the avenue for
focused genomic studies and millet crop development techniques.
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