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Abstract 
 

Fannyhessea vaginae, formerly Atopobium vaginae, is a slow-growing 
anaerobic bacterium that frequently causes bacterial vaginosis and, rarely, bacteraemia 
and invasive infection. Published cases of bacteraemia are associated with childbirth or 
gynecological procedures that can lead to invasive infections such as endocarditis, 
peritonitis, and arthritis. In this study we present the case of  a  woman  with  puerperal  
fever  caused  by  this  microorganism  and  a  brief  review  of  other published cases. 
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Introduction 
 
Bacterial vaginosis (BV) is one of the most frequent female lower genital tract infections, not only in 
pregnancy but throughout the reproductive life. Studies from Europe and the USA have found prevalence 
between 4.9% and 36.0% [13]. Although the pathogenesis of BV remains unclear, alternatively, it represents 
a dysbiosis, an imbalance of the vaginal microbiota rather than an infection. BV is characterized by a shift 
from the predominance of lactobacilli in the vaginal microbiota to a higher concentration of other organisms 
[14]. The severity of the consequences of such sequelae asks for an adequate treatment of bacterial vaginosis. 
Currently the preferred antibiotic treatment regimen consists of clindamycin or metronidazole (oral or 
intravaginal). During the last decade, the interest for bacterial vaginosis increased because of reports of 
adverse sequelae of this disorder, such as preterm birth [15,16]. 
 
 
 
 
 

Clinical case 
 

A 25-year-old woman with a 38-week pregnancy was admitted to our hospital 
due to a ruptured amniotic sac that preceded delivery by 48 hours. A few hours after it, 
she began with fever of 38.6ºC and pain in the hypogastrium. The patient had a history 
of twin births and asthma on treatment with salbutamol, and presented cough 
attributable to an influenza A infection diagnosed by PCR two weeks earlier treated 
with oseltamivir. Screening for S. agalactiae was negative. The patient did not present 
voiding syndrome or breast focality. On examination, the abdomen was soft, painful on 
deep palpation in the hypogastrium without signs of peritoneal irritation. Closed cervix, 
no  smelly  lochia,  no  bleeding.  On  ultrasound,  the  puerperal  uterus  was normal 
with a 15mm endometrium. 

Blood cultures were sent to the laboratory. After 31 hours of incubation, the 
auto-analyzer indicated positive growth exclusively in the anaerobic vials. Gram stain 
revealed Gram-positive cocci  in  chains  (Figure  1).  An  unsuccessful  attempt  to  
identify  it  by mass spectrophotometry (MALDI-TOF) directly from the blood culture 
vial was made. However, it was transferred from the vial to blood agar plates in which, 



 

 

after 42 hours of incubation in anaerobiosis, small white colonies grown (Figure 2). 
Colonies were identified as Atopobium vaginae by mass spectrophotometry with a score 
of 1,8. Three independent identification attempts were performed with consistent results. 
Antibiogram was carried out by epsilometry (E-test) with the following results: 
Metronidazole R (Figure 3), Penicillin S, Moxifloxacin S, Amoxicillin-clavulanate R. 

Additionally,  the  patient  presented  isolates of Prevotella melaninogenica in 
endometrial aspirate and Escherichia coli in urine culture. 

The final diagnosis was puerperal fever due to probable flora of vaginosis. 
Treatment was started with Ceftriaxone IV 2g/24h + Metronidazole IV 500mg/8h + 
Doxycycline IV 100mg/12h. Upon discharge, Cefixime 400 mg orally every 24 hours + 
Metronidazole 500 mg orally every 8 hours for a further 12 days was prescribed. 

 
Discussion 

 
Fannyhessea  vaginae is a rare cause of bacteraemia and invasive disease. 

Although his fastidious, anaerobic bacterium is a common cause of bacterial vaginosis 
[1]. The few published cases of bacteraemia are associated with childbirth or 
gynecological interventions [2]. It can also cause invasive infections such as 
endocarditis, peritonitis, and arthritis [3]. 

Atopobium vaginae was defined as a new species in 1999 [4]. Earlier, in 1992, 
the genus Atopobium   had   been   proposed   to   accommodate   the   species   
Atopobium   rimae   (formerly Lactobacillus rimae), Atopobium parvulum (formerly 
Streptococcus parvulus), and Atopobium minutum (formerly Lactobacillus minutum) [5]. 
In 2018 it was classified in the new genus Fannyhessea [6]. It currently belongs to the 
class Choriobacteria, order choriobacteriales, family Atopobiaceae. 

Microscopically, they are small and elongated Gram-positive cocci alone or in 
chains. Initially  considered  saprophytic,  it  has been implicated in bacterial 
vaginosis, which in turn is associated  with  preterm  delivery  [7].  More  rarely,  it  
has  been  isolated  in  association  with tube-ovarian abscesses after transvaginal 
retrieval of oocytes and uterine endometritis [8]. 

Bacteraemia due to this germ is infrequent and can appear after 
chorioamnionitis. To date, only 5 cases have been described in the literature [9-11], 
although intrauterine infection by microorganisms that cause vaginosis is well known 
and can lead to maternal sepsis. Other species of Atopobium that have produced 
invasive pathology are A. detroiti and A. rimae. 

Regarding sensitivity, F. vaginae is an anaerobe traditionally considered resistant 
to metronidazole and sensitive to clindamycin, which is consistent with our results. 
However, it has recently  been  shown  that  it  is  not  intrinsically  resistant  to  
metronidazole,  showing  variable sensitivity between 2 and >256 mg/L [12]. 

In conclusion, we suggest that F. vaginae may be capable of causing maternal 
bacteraemia during the puerperium. In this case, the microorganism passed into the 
blood after chorioamnionitis caused  by  multiple  flora  from  the  vagina  and  
commonly  associated  with  bacterial  vaginosis. Because they are slow-growing 
microorganisms, it is not easy to detect them using automated blood culture systems, 
which could be causing a situation of under-diagnosis and an underestimation of their 
clinical role. 
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